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3H-Thymldlne Incorporation 
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Figure 2 
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figure 3 




Figure 4 



Effect of mpl-Hgand depleted APP 
on human megakaryocytopolesis 
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Figure 5 
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125I-HP1-1D Bound 




Figure 6 
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1 tcttcctacccatctgctccccagagggctgcctgctgtgcacttgggtcctOTagcccttctccacccggatagattcctcacccttggcccgcctttg 

101 ccccaccctactctgcccagaagtgcaagagcctaagccgcctccatggccccaggaaggattcaggggagaggccccaaacagggagccacgccagcca 

-20 v -10 ♦ • 

M^r.inr QiiThrCluLeuLeuLeuValValMetLeuLeuLeuThrAlaArgLeuThrLeuSer SerProAlaProProAlaCysAsp 
2 0 1 gacaccccggccag aATCG AGCTC ACTC AATTCCTCCTCCTGCTC ATt^TTCTCCT 

10 20 T . 30 40 

LeuArgValLeuSerLysLeuLeuArgAspSerHisValLeuHisSerArgl^u SerClnCysProCluValHisPro^ProThrProValLeuLeu 
301 ACCTCCC AGTCCTC ACT AAACTGCTTCGTCACTCCC AT ^ ^ ACACCTGTCCTGCT 

50 60 70 

ProAlaValAspPheSerl^uCly<;iuTrpLysThrClnMetCluCluT^^ 
401 GCCTCCTCTGGACTTTAGCTTXX^AGAAT^ 

80 # 90 100 

HetAlaAlaArgGlyClnl^uGlyProThrCysI^uSerSerl^ut^uCly^^ 
501 ATCGCAGCACGGG<jACAACTGG<*ACCCACTTGCCTCTCATC^ 

110 120 130 140 

ClyThrClnLeuProProClnClyArgThrThrAlaHisLysAspProAsnAlallePheL^uSerPheClnHisLeuI^uArgGlyLysValA rgPh e 
601 TTGGAACCCAGCTTCCTCCACAGGGCAGGACCACAGCTCACA^ 

150 # 160 170 

LeuMetLeuValGlyGlySerThrLeuCysValArgArgAlaProProThrThrAlaValProSerArgThrSerLeuValLeuThrLeuAsnGluLeu 

7 0 1 CCTG ATGCTTGTAGG AGGGTCCACCCTCTGCGTCAGGCGGGCCCCACCCACC ACAGCTGTCCXCAGC AGAACCTCTCTAGTCCTCACACTG AACGAGCTC 

180 190 200 

Prc frsnArgThifc erClyLeuLeuCluThi frsnPheTh^ 

8 0 1 CCAAACAGGACTTCTGGATTGTTGGAGACAAACTTCACTCCCT 

210 220 230 240 

ProClvLeuLe UAsnGlnThi{ serArgSerLeuAspGlnIl^ 

9 0 1 TTCCTGGTCTGCTGAACCAAACCTCCAGGTCCCTGGACCA 

250 * 260 270 

GlyProSerArgArgThrLeuGlyAlaProAspIleSerSerGlyThrSerAspThrClySerLeuProProAsnLeuGlnProGlyTyrSerProSer 
1001 TGGACCCTCACGCAGGACCCTAGGAGCCCCGGACATTTCCTCA 

280 290 300 

ProThrHisProProThrGlyGlnTyrThrLeuPheProLeuProProThrLeuProThrProValValGlnLeuHisProLeuLeuProAspProSerAla 

1101 CCAACCC ATCCTCCTACTCGACAGTATACGCTCTC 

310 320 330 

ProThrProThrProThrSerProLeuLet iAsnThrSerf TyrThrHi^^ 
1201 CTCCAACGCCCACCCCTACCAGCCCTCTTCTAAACACATCCTACACCCACTCCCAGAATCT 

1301 agcattgtctcatgtacagctcccttccctgcagggcgcccctgggagacaactggacaagatttcctactttctcctgaaacccaaagccctggtaaaa 
1401 gggatacacaggactgaaaagggaatcatttttcactgtacattataaaccttcagaagctatttttttaagctatcagcaatactcatcagagcagcta 
1501 gctctttggtctattctctgcagaaatttgcaactcactgattctctacatgctctttttctgtgataactctgcaaaggcctgggctggcctggcagtt 
1601 gaacagagggagagactaaccttgagtcagaaaacagagaaagggtaatttcctttgcttcaaattcaaggcctr.ccaacgcccccatcccctttactat 
1701 cattctcagtgggactctgatcccatattcttaacagatctttactcttgagaaatgaataagctttctctcagaaaaaaaaaaaaaaaaaaaaa 
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Figure 11 
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Control Mock APP rtiML rhML 153 
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Figure 12 



